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PbIYATI C3AUENJIEHUEM “EUROMODEL” U3 AHTUBAKTEPUAJIbHOIO
MATEPUAJIA C PE3bEOBOW BTYJIKON U3 HEPXXABEIOLLLEV CTAJIU

MaTepuansi:

CneuyanbHbI BbICOKOMPOYHbIN TEXHOMOIMMEP, apPMUPOBAHHbIN
CTEKJ/I0BOJIOKHOM C lo6aBeHMeM MOHOB cepebpa Ha HeopraHMYecKown
OCHOBE, KOTOpbIE Ae1al0T MaTepmnan aHTubakTepumanbHbiM (ISO
22196:2011).

YCTOMYMBOCTb K Mac1aM M1 XKMpPaM.

MoBepxHOCTb:

CaTUHUPOBAH.

LiBeT Kopnyca pblyara v BCTaBKU:
YepHbIi (RAL9011).
BcTaBku:

BTynka c rayxum pesb60BbIM OTBEPCTUEM U3 HepyKaBetoLwein cTanu (AlSI
303) (aonyck pe3bbbl 6H).

KpeneXXHbili BUHT:
BuHT u3 Hepykasetowei ctasm (AlSI 303) co WwmLLeBOM FrOSI0OBKOW.

Mpy>kuHa:
Mpy>xkunHa 3 Hepskasetowen ctanm (AISI1 302).

CneumanbHble 3anpochl:
o HeT.

MpuMeyvaHus:

Job6aBneHune cneymanbHom aHTUBaKTepnaibHOM [,06ABKM HA OCHOBE
HeopraHMYeCcKMX MOHOB cepebpa NpUAaeT U3roTOBIEHHBIM TaKUM 06pasom
N3ae/IMs eCTECTBEHHYIO YCTOMUYMBOCTb K MUKPOGaM, 6aKTepUaM U rpubKam
npefoTBpalLas nx obpasoBaHue U pacnpocTpaHeHue. NoHbl
BbICBODOOYKA,AOTCS MOCTENEHHO, FapaHTUPYs CTOMKOCTb B TEHEHME
OINTENIbHOrO BpEMEHMU, laXKe eC/IM ByAy T NOABEPraThCsA HaCTOMY MbITbIO U
Ae3UHOEKLMAM. DTU MOHbI OCTAOTCS HEMOBPEXK AEHHBIMU MPU
TemnepaType Bbiwe 200°C, N03TOMY BbIAEPXKMBAIOT CTEPUIN3ALLUIO,
06bI4HO BbINO/IHAEMYO NpU TeMnepaType npubaunsmtensHo 130°C.
MaTepuan 6611 cepTUGULMPOBAH B aKKpPeAUTOBaHHbIX TabopaTopusix, v Ha
Ka>K bl OCTaB/IEHHbIN NPOAYKT ByAeT BblAaBaTbCs fleK1apaLms o
COOTBETCTBUM.

Mpepnaraemblii cOCTaB COOTBETCTBYET cTaHAapTy ISO 22196:2011 u,B
YaCTHOCTU, OTHOCUTCS K CJIeAy oMM LUTaMMaMm:

e Escherichia Coli (Kuweunas nanoyka) ATCC 25922

e Candida Albicans ((p16KkoBble MUKpoopraHnsMbl anbbukaHc) ATCC 10231
e Pseudomonas aeruginosa (CuHerHoiHas nanoyka) ATCC 13388

e Pseudomonas aeruginosa (CuHerHoiHas nanoyka) ATCC 15442

e Klebsiella pneumoniae (Kne6cnenna nHesmonmm) ATCC 4352

e Staphylococcus aureus (3os10THCTbIN cTadmnokokK) ATCC 6538

Jlns Bcex TeCTOB OTHOCUTE/IbHOE MPOLLEHTHOE CHUYKEHWE COCTABSET OT

PA6
+G.F.

99,5% 00 99,9%.

Kop, ApT. L R H D d G h h1 h2 h3
A580065.0002 A580065.TM0601BF 76 65 43 23 15 13 36 40 8 24
A580080.0002 A580080.TM0801BF 93 80 54 27 19 15.5 44 48 8.5 29
A580094.0004 A580094.TM1001BF 109 94 30 19 18 45 49 9 30

56
@ BAaTECa
BACTERFREE

ver.01V01-0124 88 ()

UL94 | |RoHSv
HB COMPLIANT

d16H Q 8

Mé 14 36
M8 19 55
M10 19 81





